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ABSTRACT
Background  Pentraxin 3 (PTX3) influences innate 
immunity and inflammation, host defence, the 
complement cascade and angiogenesis. PTX3 expression 
in lung and blood of subjects with tobacco exposure, and 
its potential relationship with disease pattern and clinical 
outcome are poorly understood.
Methods  Using independent platforms and cohorts, 
we identified associations of PTX3 gene expression in 
lung tissue and plasma from current and former tobacco 
smokers (with and without chronic obstructive pulmonary 
disease, COPD) to disease phenotypes including 
quantitative CT determined emphysema, lung function, 
symptoms and survival. Two putative regulatory variants 
of the PTX3 gene were examined for association with 
COPD manifestations. The relationship between plasma 
PTX3 and hyaluronic acid levels was further examined.
Results  PTX3 gene expression in lung tissue was 
directly correlated with emphysema severity (p<0.0001). 
Circulating levels of PTX3 were inversely correlated 
with FEV1 (p=0.006), and positively associated with 
emphysema severity (p=0.004) and mortality (p=0.008). 
Two PTX3 gene regulatory variants were associated 
with a lower risk for emphysema and expiratory airflow 
obstruction, and plasma levels of PTX3 and hyaluronic 
acid were related.
Conclusions  These data show strong and overlapping 
associations of lung and blood PTX3 levels, and PTX3 
regulatory gene variants, with the severity of airflow 
obstruction, emphysema and mortality among smokers. 
These findings have potential implications regarding 
the pathogenesis of smoking-related lung diseases and 
warrant further exploration for the use of PTX3 as a 
predictive biomarker.

INTRODUCTION
Chronic obstructive pulmonary disease (COPD) 
is the fourth leading cause of death in the World.1 
COPD manifests with expiratory airflow obstruc-
tion due to chronic bronchiolar inflammation and 
remodelling and or increased lung compliance asso-
ciated with emphysematous destruction of alveolar 
septae.2 COPD and emphysema are most commonly 
linked to inhalation of noxious substances (eg, 
tobacco smoke). However, the pathophysiologic 
processes involved in development and/or progres-
sion of COPD/emphysema are complicated and 
likely multifactorial, including the presence of 
predisposing genetic elements, aberrant expression 
of proteases, oxidative stress, mucus dysfunction, 

infectious agents, abnormal innate and adaptive 
immune responses, autophagy, cellular senescence 
and ageing and autoimmunity.2 3 Several peripheral 
proteins have demonstrated predictive character-
istics in COPD for obstruction and emphysema 
severity, exacerbation and mortality risk.4 Only 
fibrinogen however has achieved qualification by 
the Food and Drug Administration as a stratifying 
biomarker for exacerbation and mortality risk.5

Pentraxin 3 (PTX3) is a member of the pentraxin 
superfamily that plays important roles in innate 
immunity, inflammation and allergy.6 Serum levels 
of PTX3 is higher in COPD patients compared with 
subjects with lung cancer.7 Abnormal elevations of 
circulating PTX3 are correlated with the severity of 
acute lung injury8 and lung allograft dysfunction.9 
Genetic variations in PTX3 appear to be determi-
nants of pulmonary microbial infections.10 11

We have further examined potential associations 
between tobacco-associated pulmonary injury and 
PTX3. These studies include establishing correla-
tions between lung-specific PTX3 gene expres-
sion and plasma levels of PTX3 from emphysema 
patients with measures of lung disease severity 
and mortality using data from the Lung Genomic 
Research Consortium (LGRC)12 and a well-
characterised clinical cohort of current or former 

Key messages

What is the key question?
►► We questioned whether Pentraxin 3 (PTX3) 
expression in lung tissue and blood was 
associated with clinical lung disease 
phenotypes in tobacco exposed individuals.

What is the bottom line?
►► Lung and blood PTX3 levels, as well as the 
presence of PTX3 regulatory gene variants, 
are associated with the severity of airflow 
obstruction, emphysema and mortality among 
smokers.

Why read on?
►► The association of PTX3 expression with lung 
disease phenotypes has potential implications 
regarding the pathogenesis of smoking-related 
lung diseases and illuminate the needs for 
future systematic characterisation of PTX3’s 
role in chronic obstructive pulmonary disease.
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Chronic obstructive pulmonary disease

smokers at the University of Pittsburgh. Regulatory variants of 
the PTX3 gene were also correlated with spirometric expiratory 
airflow obstruction and quantitative imaging metrics of emphy-
sema severity. This is the first comprehensive study that examines 
clinical correlations of PTX3 in large populations of smokers.

METHODS
Study cohorts
Plasma specimens were obtained from sequential participants 
in the University of Pittsburgh Specialized Center for Clinically 
Oriented Research (SCCOR) for COPD who completed baseline 
evaluations and consented to experimental studies using their 
samples. Complete descriptions of SCCOR subject recruitment 
and clinical evaluations were previously detailed.13 In brief, 
participants were ≥40-years old current or former cigarette 
smokers with >10 pack-year exposures. Each subject completed 
demographic and medical history questions, as well as evaluations 
with high resolution chest CT scans, spirometry and measure-
ment of lung diffusion capacity using American Thoracic Society 
standards and standard reference equations.13–15 Mortality was 
assessed by the Social Security Death Index, last queried in 
August 2018, and subjects’ family report.

Explanted lungs from subjects with International Classifica-
tion of Diseases, Tenth Revision diagnostic codes of COPD and 
idiopathic pulmonary fibrosis (IPF), who had lung transplant 
at the University of Pittsburgh Medical Center were obtained 
from excess pathologic tissues under a protocol approved 
by the University of Pittsburgh Institutional Review Board 
(STUDY18100070). Donor lungs not used for transplantation 
were obtained through the Center for Organ Recovery and 
Education as controls. Lung tissues were stored at −80°C until 

future usage. The tissue samples were randomly selected based 
on diagnosis without any specific exclusion criteria.

Quantitative and semiquantitative emphysema scoring and 
airway measurement
Quantitative measurements of emphysema were obtained using 
low-attenuation area (LAA) defined as the fraction of voxels less 
than −950 Hounsfield Unit as a percent of total voxels (LAA%) 
on the CT density histogram.12 13 16 Semiquantitative measure-
ments of emphysema were determined using a previously vali-
dated visual scoring system13 17 and subjects were grouped into 
none (0%), trace–mild (1%–25%) and moderate–severe (26%–
100%) for the correlation analyses with plasma PTX3 levels 
and single nucleotide polymorphism (SNP) genotypes. Airway 
wall thickness, internal perimeter, and wall area of airways were 
determined based on the chest CT.

Exacerbation index
The acute exacerbation index was derived from questions 5 and 
6 of the St. George’s Respiratory Questionnaire. Index values 
range from 0 to 2, with a value of 2 corresponding to the highest 
acute exacerbation burden (2=response ‘More than three 
attacks’ for question 5 and ‘A week or more’ or ‘3 days or more’ 
for question 6; 1=response ‘Three attacks’ or ‘Two attacks’ for 
question 5 and ‘A week or more’ or ‘3 days or more’ for question 
6; 0=response ‘One attack’ or ‘No attacks’ for question 5 and ‘1 
or 2 days’ or ‘Less than a day’ for question 6).

Figure 1  PTX3 gene expression is upregulated in emphysematous 
lungs and directly correlated with the degree of emphysema. PTX3 
gene expression levels of 209 COPD, 100 IPF and 48 control lungs of 
the Lung Genomic Research Consortium cohort were compared. (A) 
PTX3 gene expression levels from four groups of lung tissues: COPD 
with severe emphysema (defined as LAA >40%, n=29), and COPD 
without emphysema (LAA <3%, n=75), IPF (n=100) and controls 
(n=48). Pair-wise analysis of PTX3 gene expression in emphysematous 
lungs of COPD patients compared with those of COPD patients 
without emphysema (11.4±2.2 vs 8.6±1.3 normalised hybridisation 
signal, p<0.0001), to IPF patients (8.4±1.4, p<0.0001) or to controls 
(8.5±1.5, p<0.0001) was performed using the Mann-Whitney test. 
(B) Percentage of subjects with elevated PTX3 expression in the lungs 
using a threshold defined by the median of the PTX3 levels in the 48 
control lungs. (C) Pearson correlation of PTX3 gene expression with 
emphysema severity measured by LAA% was performed (R2=0.19 and 
p<0.0001) using all COPD subjects with varying degree of emphysema. 
Both gene expression levels and LAA% were natural log transformed for 
the correlation analysis. COPD, chronic obstructive pulmonary disease; 
IPF, idiopathic pulmonary fibrosis; LAA, low-attenuation area; PTX3, 
Pentraxin 3.

Figure 2  PTX3 protein is upregulated in lungs of advanced COPD. (A) 
PTX3 protein levels were analysed in lung tissues from subjects with 
advanced COPD (n=8), IPF (n=8) and controls (n=5) using Western blot 
with a goat polyclonal anti-PTX3 antibody (R&D Systems, Minneapolis, 
MN). GAPDH was analysed using a rabbit polyclonal anti-GAPDH 
(Abcam, Cambridge, MA) as a loading control. (B) Semiquantification of 
the western blots was performed using Image Lab software (Bio-Rad). 
Relative expression of PTX3 in the lung tissues was computed based 
on optical density (densityPTX3/densityGAPDH). Values are means and SD. 
Non-parametric Mann-Whitney t-test was used to compare COPD with 
control (p=0.0016) and COPD with IPF (p=0.0011) lungs. NL, normal 
lung; COPD, chronic obstructive pulmonary disease; IPF, idiopathic 
pulmonary fibrosis; PTX3, Pentraxin 3.
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Chronic obstructive pulmonary disease

Lung tissue-specific PTX3 gene expression in emphysematous 
lungs
Lung tissue expressions for the PTX3 gene were obtained from 
the LGRC gene expression data set (GEO accession GSE47460; 
http://www.​lung-​genomics.​org/).12 Expression levels of PTX3 
from subjects with COPD,18 IPF and control lungs were used. 
Direct comparison between COPD specimens with severe 
emphysema (LAA >40%) and COPD with no emphysema (LAA 
<3%) was performed. The levels of PTX3 in COPD with severe 
emphysema were also compared with that in IPF or controls.

Western blot analysis of PTX3 protein expression in lung 
tissues
Twenty micrograms of lung parenchyma protein were used in 
Western blot analysis, employing goat polyclonal anti-PTX3 
antibodies (R&D Systems) and rabbit polyclonal anti-GAPDH 
(glyceraldehyde 3-phosphate dehydrogenase, Abcam). Semi-
quantification of the western blots was performed using Image 
Lab software (Bio-Rad). Relative expression of PTX3 was 
computed based on optical density (densityPTX3/densityGAPDH).

Plasma level of PTX3 and hyaluronic acid
Plasma samples were collected using citrated blood from SCCOR 
subjects at their initial visit and banked at −80°C. Plasma levels 
of PTX3 were analysed using an ELISA duoset according to the 
manufacturer’s instructions (R&D Systems). The range of detec-
tion is 218.00–14 000 pg/mL according to the manufacturer. 
Plasma levels of hyaluronic acid (HA) were analysed using the 
Hyaluronan Quantikine ELISA Kit (R&D Systems). All samples 
were analysed in duplicate.

Genotyping
Genomic DNA was isolated from whole blood using either the 
Puregene or QiaAmp blood DNA isolation kit (QIAgen). SNP 
rs7616177 and rs2305619 of the PTX3 gene were genotyped 
using Taqman method and a 7900 HT DNA analyzer (ABI). 
For rs7616177, primers 5-GGGCAGGCCCAATTTCAC-3 
and 5-​GGTA​GGAA​GCAA​TCAT​GTCT​CTCTT-3 and probe 
CAAGGTCCCT[T/C]TGAGTTT were used. A Taqman 
assay (C__22275654_10, QIAgen) was used for rs2305619 
genotyping.

Statistical analysis
For the genetic analysis, we tested allele frequency for depar-
tures from Hardy-Weinberg equilibrium using χ2-testing. In 
the case–control study, smokers with (LAA ≥3%) or without 
emphysema (LAA <3%) were used as cases and controls, 
respectively (prospectively and arbitrarily chosen as a threshold 
associated with visually normal imaging). Genotype and pheno-
type correlations were performed using general linear models. 
Analysis of covariance was used to assess dominant and reces-
sive models. All models were adjusted for age, sex and smoking 
status.

PTX3 expression levels from lung tissues of COPD patients 
with severe emphysema were compared with those from tissues 
of COPD patients without emphysema, controls and IPF patients 
using the Mann-Whitney test. Correlation of PTX3 gene expres-
sion levels and quantitative emphysema was analysed using 
linear regression modelling and Pearson correlation. Both PTX3 
gene expression levels and quantitative emphysema were log 
transformed prior to regression analysis. Lung tissue analysis of 
PTX3 protein levels with advanced COPD were compared with 
those with IPF or controls using the Mann-Whitney test. Plasma 
level of PTX3 were log-transformed and correlated with clin-
ical features using general linear regression analysis and Pearson 
correlation.

The subjects were divided into equal four groups (quartiles) 
based on the plasma PTX3 levels and the upper three quartiles 
were reported as 25th, 50th and 75th percentiles in the results. 
The association of continuous and categorical variables with 
PTX3 quartiles was tested using linear test for trend before 
and after adjusting for age, sex and smoking status. Time to 
death (or last follow-up) from the first visit was calculated for 
each study subject. Survival analysis was performed using a 
Cox proportional hazards model with adjustment for age, sex 
and smoking status and censoring of patients who underwent 
lung transplantation. Probability of survival was summarised 
using Kaplan Meier survival plot. HA levels were compared 
between subjects with the highest (n=80) and the lowest 
(n=80) PTX3 levels using a Student’s T test. All analyses were 
performed using Stata V.16.1 (StataCorp), SAS V.9.3 (SAS 
Institute) or Prism 5 (GraphPad). We used a two-sided test for 
all hypotheses.

Table 1  Clinical and demographic characteristics of the Pittsburgh 
SCCOR tobacco exposed cohort

N Median (IQR)*

Age (years) 615 64 (60; 69)

Male 615 317 (51.5)

BMI (kg/m2) 615 27.5 (24.4; 30.7)

White 615 588 (95.6)

Current smoker 614 220 (35.8)

Pack years of smoking 612 48 (34; 67.5)

FEV1, % predicted 605 81 (52; 95)

FVC, % predicted 605 91 (81; 101)

FEV1/FVC 615 65 (44; 75)

DLCO, % predicted 599 67 (47; 83)

LAA% 583 1.3 (0.5; 8.3)

Visual score 608

 � No 200 (32.9)

 � Trace–mild 216 (35.5)

 � Moderate–severe 192 (31.6)

All airway wall area (%) 586 47.8 (44.5; 51.1)

SGRQ score 614 21.4 (8.4; 46.2)

MMRC score 611 2 (1; 4)

Exacerbation index 614

 � 0 461 (75.1)

 � 1 78 (12.7)

 � 2 75 (12.2)

Inhaled steroid use 614 178 (28.3)

Oral steroids use 615 51 (8.3)

LAA% less than −950 Hounsfield Unit on a CT scan; visual score, based on a 
validated six-point visual emphysema score system, with none (0%), trace–mild 
(1%–25%), moderate–severe (26%–100%) .
*For categorical variables, the actual number and percentage are shown.
BMI, body mass index; DLCO, diffusing capacity of carbon monoxide; LAA%, 
percentage of low-attenuation area; MMRC score, Modified Medical Research 
Council Dyspnoea Score; SCCOR, Specialized Center for Clinically Oriented Research; 
SGRQ, St. George’s Respiratory Questionnaire.
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RESULTS
PTX3 gene expression is increased in emphysematous lungs
To determine whether PTX3 is increased in emphysematous 
lungs, PTX3 gene expressions from 209 COPD, 100 IPF and 
48 control lungs of the LGRC study were compared (online 
supplemental table S1). The ages among all groups were compa-
rable. IPF subjects were predominately male (67%) compared 
with control (39.6%) and COPD (56.5%) groups. The COPD 
group had the lowest percentage of predicted FEV1%, while the 
IPF group had the lowest percentage of predicted FVC%. All 
controls and IPF subjects had no emphysema observed on CT. A 
direct comparison of PTX3 levels in COPD subjects with severe 
emphysema (defined as LAA >40%, n=29) and without emphy-
sema (LAA <3%, n=75) demonstrated significantly higher 
levels in the severe emphysema group (11.4±2.2 vs 8.6±1.3 
normalised hybridisation signal, p<0.0001). Similarly, PTX3 
expression in the severe emphysematous lungs was significantly 
higher than that in IPF lungs (8.4±1.4, p<0.0001) and controls 
(8.5±1.5, p<0.0001, figure  1A). PTX3 levels in all subjects 
with severe emphysema were above a threshold defined by the 
median expression level of PTX3 in control lungs (figure 1B). In 
contrast, PTX3 levels were above this threshold in only 65% of 
COPD subjects without emphysema and 50% of IPF subjects. 
Furthermore, PTX3 levels were directly correlated with emphy-
sema severity (R2=0.19 and p<0.0001) when all COPD subjects 
were used in the analysis (figure 1C).

PTX3 protein is elevated in advanced COPD lungs
The levels of PTX3 protein in parenchyma of explanted lungs 
from subjects with advanced COPD were compared with that 
of donor (control) and IPF lungs. Significantly higher levels of 
PTX3 protein were detected in COPD lungs (n=8) compared 
with both control (n=5, p=0.0016) and IPF (n=8, p=0.0019) 
lungs (figure 2A,B).

Higher levels of plasma PTX3 are correlated with more 
impaired lung function and emphysema severity
The relationship between PTX3 and emphysema was further 
evaluated using plasma levels of PTX3 in subjects from the Pitts-
burgh SCCOR cohort. A total of 615 ever smokers classified 
by the Global Initiative for Chronic Obstructive Lung Disease 
criteria as 0–4 were included in this study (table  1).18 The 
median age was 64-years old (range 40–83) and 51.5% were 
male. The median level of plasma PTX3 was 504.4 pg/mL (IQR: 
337.5–741.1). Clinically, 63.9% of subjects had airflow obstruc-
tion (<70% FEV1/FVC) and 38.4% had emphysema quantita-
tively measured on CT (LAA ≥3%).

To demonstrate the relationships of plasma PTX3 levels with 
demographic and clinical phenotypes, we divided the cohort into 
equal quartiles based on PTX3 levels. The demographic and clin-
ical phenotypic characteristics of each quartile are shown in table 2. 
Participants in the higher quartiles of PTX3 levels were older, had 
lower BMI and fewer were current smokers. There was no differ-
ence in sex across the quartiles. Higher plasma levels of PTX3 were 
associated with more severe lung function impairment, with differ-
ences observed in FEV1%, FEV1/FVC and percentage of predicted 
diffusing capacity of carbon monoxide (DLCO%) across quartiles. 
The association between PTX3 and DLCO was independent of 
FEV1% (p=0.024). These differences remained significant after 
adjustment for age, sex and current smoking status.

Emphysema severity represented by both quantitative LAA% 
and semiquantitative visual score was higher in subjects above the 
75th percentile of PTX3 plasma levels (p=0.0018 and 0.0012). 
These associations remained significant after adjustment for age, 
sex and current smoking status.

Genetic variants of PTX3 protects smokers from emphysema
We tested the genetic association of two putative regulatory 
SNPs, rs7616177 (G/A) and rs2305619 (G/A) in the PTX3 with 

Table 2  Clinical and demographic characteristics by quartiles of plasma PTX3 levels

Quartile 1 Quartile 2 Quartile 3 Quartile 4 P value Adj.P

PTX3 Log (pg/mL) 5.56 (5.35; 5.69) 6.02 (5.90; 6.11) 6.41 (6.31; 6.52) 6.78 (6.95; 7.31)

Age (years) 62 (59; 67) 65 (60; 70) 65 (61; 70) 66 (62; 71) <0.0001

Male 78 (51.0) 82 (53.3) 72 (46.8) 85 (55.2) 0.733

BMI (kg/m2) 28.7 (25.3; 31.8) 27.8 (25.4; 31.2) 27.7 (24.3; 30.7) 26.5 (23.6; 29) <0.0001 0.0002

Current smoker 66 (43.1) 61 (39.6) 45 (29.4) 48 (31.2) 0.0078

FEV1, % predicted 85 (58; 95) 82 (58; 94.5) 79 (53; 96) 74 (38; 93) 0.0266 0.0061

FEV1/FVC 68 (49; 77) 65 (48; 76) 66 (44; 75) 60 (39; 72) 0.0006 0.0023

DLCO, % predicted 73 (58; 85) 67 (46; 80) 68 (48; 83) 64 (40; 82) 0.0039 0.0024

Exacerbation index 0.011 0.002

 � 0 121 (79.1) 118 (76.6) 109 (71.2) 113 (73.4)

 � 1 23 (15.0) 20 (13.0) 22 (14.4) 13 (8.4)

 � 2 9 (5.9) 16 (10.4) 22 (14.4) 28 (18.2)

LAA% 0.8 (0.4; 5.1) 1.3 (0.4; 6.6) 1.3 (0.5; 8) 2.5 (0.55; 15) 0.0018 0.004

Visual score 0.0012 0.002

 � No 58 (38.7) 55 (36.2) 49 (32.2) 38 (24.7)

 � Trace–mild 55 (36.7) 54 (35.5) 51 (33.6) 56 (36.4)

 � Moderate–severe 37 (24.7) 43 (28.3) 52 (34.2) 60 (39.0)

For continuous variables, median (IQR) are shown; for categorical variables, the actual number and percentage are shown. LAA% less than −950 Hounsfield Unit on a CT scan; 
visual score, based on a validated six-point visual emphysema score system, with none (0%), trace–mild (1%–25%), moderate–severe (26%–100%). Adj.P, age, sex and current 
smoking status adjusted p values. P values of <0.05 are shown in bold.
BMI, body mass index; DLCO, diffusing capacity of carbon monoxide ; LAA%, percentage of low-attenuation area; PTX3, Pentraxin 3.
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emphysema within the SCCOR subjects. To minimise population 
stratification, only Caucasian subjects (n=554) were included. 
The genotype distributions of both SNPs met the expectations of 
Hardy-Weinberg equilibrium (p>0.1). There was an extremely 
high Linkage disequilibrium (LD) between these two SNPs (r2 
>0.97; D′=1). In controls, the allele frequency for the major 
G allele of rs7616177 and rs2305619 was 51.5% and 51.0%, 
respectively. Genetic association with emphysema (LAA ≥3%) 
and controls (LAA <3%) demonstrated significant associations 
for both SNPs (table 3). Subjects carrying the minor A allele (AA 
or GA genotype) for both SNPs were less likely to have emphy-
sema for rs7616177 (OR: 0.61, 95% CI: 0.41 to 0.89) and for 
rs2305619 (OR: 0.60, 95% CI: 0.40 to 0.88) compared with 
subjects with the GG genotype. Therefore, the minor A alleles 
from both SNPs protect smokers from emphysema under a 
dominant genetic model.

Carriers of PTX3 protective alleles have less airflow 
obstruction and emphysema
Consistent with the minor A alleles from both rs7616177 and 
rs2305619 being protective for emphysema, carriers of the 
minor allele (AA or GA) for these two SNPs had significantly 
higher FEV1% and FEV1/FVC, lower LAA% and lower visual 
emphysema score (table 4). The carriers of the A allele for each 
SNP had lower levels of plasma PTX3, approaching statis-
tical significance (p=0.0989 and 0.0788 for rs7616177 and 

rs2305619, respectively). Therefore, these two PTX3 SNPs are 
associated with both airflow obstruction and emphysema.

Higher plasma levels of PTX3 are associated with more 
frequent acute exacerbation and increased mortality
In the highest quartile of PTX3 plasma levels, 18.2% of subjects 
had highest acute exacerbation burden compared with only 
5.9% subjects in the lowest quartile (table 2). The 615 subjects 
were followed for a median 9.2 years (IQR: 8.7–10.1). A total 
of 145 subjects died and 47 subjects underwent lung trans-
plantation. The median plasma level of PTX3 was 468 pg/mL 
(IQR: 310–683) for subjects who survived versus 600 pg/mL 
(IQR: 394–927) for subjects who either died or underwent lung 
transplant. The 5-year survival analysis showed that a statisti-
cally significant higher mortality with higher plasma PTX3 
levels was detected using the PTX3 plasma level quartiles (p for 
trend=0.008, figure  3). This trend remained significant after 
adjustment for age, sex, current smoking status and FEV1% 
(p=0.008). Compared with subjects in the 25th percentile of 
PTX3 plasma levels, subjects in the 75th percentile of PTX3 
plasma levels had a 68% higher risk of death adjusted for age, 
sex, current smoking status and FEV1% (HR=1.68, 95% CI: 
1.08 to 2.61, p=0.020). When adjusted for emphysema (LAA%) 
in addition to age, sex and current smoke status, the quartile 
with the highest plasma levels of PTX3 had an even greater risk 
of death (HR=2.26, 95% CI: 1.44 to 3.56, p<0.0001). Ten-year 
survival analysis showed similar results (data are not shown).

Plasma levels of hyaluronic acid and PTX3 are related
To explore the cellular mechanisms of PTX3 in COPD, we 
analysed HA levels in the 80 subjects with the highest and 80 
subjects with the lowest plasma levels of PTX3. The HA levels 
were higher in the highest group (median: 39.9 ng/mL, IQR: 
24.3–59.0) compared with the lowest group (median: 25.5 ng/
mL, IQR: 18.5–38.5, p=0.0001).

DISCUSSION
This study comprehensively evaluates the association of PTX3 
expression with COPD and specifically parenchymal emphy-
sema disease severity and mortality using multiple modalities. 
We show that PTX3 gene expression is higher in emphysema-
tous lungs compared with non-emphysematous COPD, IPF and 
control lungs using the LGRC data set and that the PTX3 protein 
is upregulated in advanced COPD lungs. Plasma levels of PTX3 
are directly correlated with the impairments of spirometry and 
emphysema severity and are associated with increased mortality 
in the Pittsburgh SCCOR cohort of current and former smokers 
with or without COPD. Finally, two SNPs of the PTX3 gene are 
protective for emphysema and associated with better pulmonary 
function. Our results support a mechanistic relationship between 
tobacco-associated pulmonary emphysema and PTX3.

Airway narrowing and parenchymal emphysema contribute 
independently to the airflow obstruction in COPD patients,19 
and parenchymal emphysema can occur in the absence of 
airflow obstruction.20 Although high plasma levels of PTX3 are 
correlated with both lung function impairment and emphysema, 
our findings support that PTX3 is most closely associated with 
the emphysema phenotype independent of airflow obstruction. 
Upregulation of PTX3 gene expression is only detected in emphy-
sematous COPD lungs and not the lungs from subjects with 
physiologic obstruction but no anatomic emphysema. Further-
more, PTX3 levels correlate with both quantitative and visual 
emphysema of smokers with and without airflow obstruction. 

Table 3  Genotype association of PTX3 variants with emphysema

LAA (≥3%) 
n=215

LAA (<3%) 
n=339 OR (95% CI) P value*

rs7616177

 � Genotype†

  �  GG 78 (36.3) 90 (26.6) Ref

  �  GA 96 (44.6) 169 (49.9) 0.62 (0.41 to 0.93) 0.022

  �  AA 41 (19.1) 80 (23.6) 0.58 (0.35 to 0.97) 0.036

 � Dominant

  �  GG 78 (36.3) 90 (26.6) Ref

  �  AA+GA 137 (63.7) 249 (73.4) 0.61 (0.41 to 0.89) 0.011

 � Recessive

  �  GG+GA 174 (80.9) 259 (76.4)

  �  AA 41 (19.1) 80 (23.6) 1.28 (0.82 to 2.00) 0.27

rs2305619

 � Genotype‡

  �  GG 78 (36.3) 89 (26.2) Ref

  �  GA 96 (44.6) 168 (49.6) 0.61 (0.40 to 0.92) 0.019

  �  AA 41 (19.1) 82 (24.2) 0.57 (0.34 to 0.94) 0.028

 � Dominant

  �  GG 78 (36.3) 89 (26.2) Ref

  �  AA+GA 317 (63.7) 250 (73.8) 0.60 (0.40 to 0.88) 0.009

 � Recessive

  �  GG+GA 78 (80.9) 89 (75.8) Ref

  �  AA 41 (19.1) 82 (24.2) 1.31 (0.84 to 2.04) 0.23

P values of <0.05 are shown in bold.
*Age, sex and current smoking status adjusted p values. Control: subjects with 
<3% LAA. Case: subjects with ≥3% LAA.
†Area under curve=0.68, for recessive=0.67.
‡Area under curve=0.69, for recessive=0.67.
BMI, body mass index; LAA, low-attenuation area; PTX3, Pentraxin 3.
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Chronic obstructive pulmonary disease

Finally, both the plasma levels and SNP genotypes of PTX3 are 
more strongly correlated with LAA% than FEV1% (tables 2 and 
4). Our results thus extend the findings from small studies that 
investigated the relationship between PTX3 and COPD.7 21 22 

In addition, we have observed an association of higher plasma 
PTX3 levels with greater acute exacerbation burdens and 
mortality.

Vascular remodelling is an important feature of emphysema 
development23 and PTX3 plays important roles in vascular 
biology and angiogenesis.24 Over expression of PTX3 in mouse 
microvascular endothelial cells led to down-regulation of angio-
genesis properties of these cells,25 and the expression of PTX3 
in pulmonary veins is induced by cigarette smoking, the most 
important risk factor for emphysema.26 We observe an inverse 
association of plasma PTX3 levels with DLCO independent of 
airflow obstruction severity. DLCO has been associated inde-
pendently with pulmonary hypertension (PH) in COPD.27 
Future mechanistic studies of PTX3 in both emphysema and 
COPD-associated PH will provide insight into PTX3 function. 
Other basic mechanisms associated with emphysema include 
aberrant protease activity and matrix remodelling,28 abnormal 
innate immunity and inflammation and dysregulated comple-
ment activation.29 30 Although there is no direct evidence linking 
PTX3 to these molecular pathways in emphysema, there are 
many studies demonstrating the importance of this protein in 
innate immunity6 and in its interaction with cellular ligands such 
as components of the complement activation cascade and extra 
cellular matrix molecules.31 32 The relationship between plasma 

Table 4  Genotype–phenotype correlation of PTX3 variants in ever-smokers
Genotype mean (median IQR) P value*

rs7616177 (N) GG (179) GA (275) AA (129)

logPTX3 6.29 (5.87; 6.77) 6.19 (5.76; 6.56) 6.18 (5.86; 6.61) 0.0989

FEV1, % predicted 76 (38; 94) 82 (57; 95) 82 (50; 98) 0.0102

FEV/FVC 60 (39; 72) 66 (48; 76) 67 (47; 77) 0.0037

DLCO, % predicted 64 (42; 83) 69 (50; 83) 72 (51; 81) 0.1257

LAA% 2.0 (0.5; 12.7) 1.2 (0.4; 6.6) 0.9 (0.4; 5.3) 0.0031

Exacerbation index (%) 0.18

 � 0 72.1 76.5 77.5

 � 1 13.4 11.6 10.9

 � 2 14.5 12.0 11.6

Visual score (%) 0.030

 � No 33.0 33.9 29.7

 � Trace–mild 24.4 37.6 46.1

 � Moderate–severe 42.6 28.5 24.2

rs2305619 (N) GG (178) GA (275) AA (131)

logPTX3 6.30 (5.87; 6.77) 6.19 (5.76; 6.56) 6.18 (5.87; 6.61) 0.0788

FEV1, % predicted 76 (38; 94) 82 (57; 95) 82 (50; 98) 0.0106

FEV/FVC 60 (39; 72) 66 (48; 76) 68 (47; 77) 0.0033

DLCO, % predicted 64 (42; 83) 69 (50; 83) 72 (52; 81) 0.1115

LAA% 2.1 (0.5; 12.7) 1.2 (0.5; 6.8) 0.9 (0.4; 5.3) 0.0027

Exacerbation index (%) 0.16

 � 0 71.9 76.4 77.9

 � 1 13.5 11.6 10.7

 � 2 14.6 12.0 11.5

Visual score (%) 0.022

 � No 32.6 34.1 30.0

 � Trace–mild 24.6 37.4 46.2

 � Moderate–severe 42.9 28.6 23.9

P values of <0.05 are shown in bold.
*Age, sex and current smoking status adjusted p value for dominant model (AA+GA vs GG genotype).
DLCO, diffusing capacity of carbon monoxide; LAA, low-attenuation area; PTX3, Pentraxin 3.

Figure 3  Kaplan-Meier transplant-free survival curves by quartiles of 
plasma PTX3 levels in smokers with or without COPD. Subjects at risk in 
each quartile at 0, 20, 40 and 60 months follow-up times are shown, p 
value for trend=0.008. COPD, chronic obstructive pulmonary disease.
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levels of PTX3 and HA suggests that PTX3 may mediate its 
effects in COPD pathogenesis, in part, through its interaction 
with matrix HA. Interaction with other molecules in the extra 
cellular matrix is important for HA’s roles in inflammation and 
cell proliferation.33–35 Higher levels of HA and HA degrading 
enzyme hyaluronidase in blood have been associated with 
severity and mortality in COPD.36 37 Therefore, future studies 
dissecting the relationship between PTX3 and HA in COPD 
pathogenesis are warranted. Finally, the association of plasma 
PTX3 level with skin elasticity, an emphysema-related pheno-
type in COPD, suggests a systems biology interaction of PTX3 
with markers of multiorgan pathology.38

The COPD-associated SNP rs7616177 is localised to 1370 
base pairs upstream from the transcription start site and is thus 
plausibly associated with PTX3 gene regulation. The rs2305619 
SNP is an intronic variant in extremely high LD with rs7616177. 
Genetic variations of PTX3 have been associated with infec-
tion in stem-cell transplantation recipients and primary graft 
dysfunction after lung transplantation.10 39 A protective haplo-
type is associated with Pseudomonas aeruginosa colonisation in 
patients with cystic fibrosis.11 Recently, variants of PTX3 were 
associated with its plasma levels in a population of acute myocar-
dial infarction patients.40 In our study, the homozygotes of 
common G alleles, the risk allele for emphysema, for both SNPs 
trend towards higher plasma PTX3 levels than carriers of the 
minor A alleles. Reduced lung function is also observed in these 
homozygotes for both SNPs. However, a recent study showed 
no correlation between rs2305619 and plasma levels of PTX3 
in a COPD cohort.41 Further comprehensive analysis of genetic 
variations in the PTX3 locus is warranted.

Our study does have some limitations. The study lacks a pure 
replication cohort for both the genetic association and PTX3 
levels with emphysema. However, the utilisation of multiple 
modalities to demonstrate the association between PTX3 and 
emphysema can be considered an alternate method of validation. 
Specifically, the PTX3 and emphysema association was first iden-
tified based on a cohort of subjects using lung gene expressions 
and confirmed within a separate cohort using lung tissue proteins 
from advanced COPD patients. We subsequently confirmed the 
association of PTX3 levels with emphysema in a smoking cohort 
of subjects without or with various degrees of airflow obstruc-
tion and emphysema. Putative regulatory SNPs of PTX3 were 
also associated with reduced predisposition to emphysema and 
less disease severity. Finally, we provided evidence that PTX3 
levels predict mortality in smokers with or without COPD. 
Although it is beyond the scope of this study, in vivo analysis 
using a mouse model of cigarette smoke induced emphysema 
and knockout mice would add mechanistic confirmation of a 
role for PTX3 in the molecular pathogenesis of emphysema.

In conclusion, our study demonstrates associations of pulmo-
nary emphysema with PTX3 expression levels in lung tissues and 
peripheral blood as well as with genetic variants in smokers with 
and without airflow obstruction. These findings, including the 
association of PTX3 with plasma hyaluronan, offer potential 
mechanistic insights into emphysema pathogenesis. While our 
findings are consistent across several platforms within different 
cohorts, further measurements, in existing cohorts as they 
mature longitudinally, are necessary to determine the potential 
role of PTX3 as a clinical biomarker.

Twitter Yingze Zhang @yingzezhang and Naftali Kaminski @kaminskimed

Acknowledgements  We thank the subjects for their participation in the 
Pittsburgh COPD SCCOR study. We thank the study coordinating and technical team 
at the University of Pittsburgh for their excellent efforts. We thank the staffs at the 

Human Airway Cells and Assays Core of the University of Pittsburgh and the Cystic 
Fibrosis Foundation RDP grant support for human lung tissues. We acknowledge the 
Center for Organ Recovery & Education (CORE) as well as organ donors and their 
families for the generous gift of tissues used in this study.

Contributors  YZ, NK and FCS: study conceptualisation; YZ, NK, FCS and JT, 
experimental design; YZ, JT, XL, DC, JB, DJK, CRF, SRD, JKL, NK and FCS: data 
collection; YZ, JT, MN, NK and FCS: data quality control and analysis; YZ, SRD 
and FCS: manuscript writing; YZ, MN and FCS: manuscript revision; all authors: 
manuscript review.

Funding  This study was funded by NIH NHLBI P50HL084948 (FCS), R21HL129917 
(FCS/YZ), RC2 HL101715 (NK), HHSN268201100019C (FCS), HHSN2682016000071 
(FCS), and Pennsylvania CURE SAP 4100062224 (FCS).

Competing interests  NK reports personal fees from Biogen Idec, Boehringer 
Ingelheim, Third Rock, Pliant, Samumed, uMedii, Indaloo, Theravance, LifeMax, Three 
Lake Partners, RohBar; Non-financial support from Miragen and a research grant 
from Veracyte. NK has a patent New Therapies in Pulmonary Fibrosis and a patent 
on Peripheral Blood Gene Expression that is licensed to Biotech. All are outside this 
work.

Patient consent for publication  Not required.

Ethics approval  This study was approved by the Institutional Review Board for 
Human Subject Research at the University of Pittsburgh (STUDY19090239). All 
subjects provided written informed consent (in accordance with the Declaration of 
Helsinki).

Provenance and peer review  Not commissioned; externally peer reviewed.

Data availability statement  All data relevant to the study are included in the 
article or uploaded as supplementary information. N/A.

ORCID iDs
Yingze Zhang http://​orcid.​org/​0000-​0001-​6947-​2901
Naftali Kaminski http://​orcid.​org/​0000-​0001-​5917-​4601

REFERENCES
	 1	 Institute for Health Metrics and Evaluation. Findings from the global burden of 

disease study 2017, 2018.
	 2	 Tuder RM, Petrache I. Pathogenesis of chronic obstructive pulmonary disease. J Clin 

Invest 2012;122:2749–55.
	 3	 Agustí A, Hogg JC. Update on the pathogenesis of chronic obstructive pulmonary 

disease. N Engl J Med 2019;381:1248–56.
	 4	 Faner R, Tal-Singer R, Riley JH, et al. Lessons from eclipse: a review of COPD 

biomarkers. Thorax 2014;69:666–72.
	 5	 Miller BE, Tal-Singer R, Rennard SI, et al. Plasma fibrinogen qualification as a drug 

development tool in chronic obstructive pulmonary disease. perspective of the chronic 
obstructive pulmonary disease biomarker qualification Consortium. Am J Respir Crit 
Care Med 2016;193:607–13.

	 6	 Garlanda C, Bottazzi B, Magrini E, et al. Ptx3, a humoral pattern recognition molecule, 
in innate immunity, tissue repair, and cancer. Physiol Rev 2018;98:623–39.

	 7	 Berg J, Halvorsen AR, Bengtson M-B, et al. Levels and prognostic impact of circulating 
markers of inflammation, endothelial activation and extracellular matrix remodelling 
in patients with lung cancer and chronic obstructive pulmonary disease. BMC Cancer 
2018;18:739.

	 8	 Mauri T, Coppadoro A, Bellani G, et al. Pentraxin 3 in acute respiratory distress 
syndrome: an early marker of severity. Crit Care Med 2008;36:2302–8.

	 9	 Diamond JM, Lederer DJ, Kawut SM, et al. Elevated plasma long pentraxin-3 levels 
and primary graft dysfunction after lung transplantation for idiopathic pulmonary 
fibrosis. Am J Transplant 2011;11:2517–22.

	10	 Cunha C, Aversa F, Lacerda JF, et al. Genetic PTX3 deficiency and aspergillosis in stem-
cell transplantation. N Engl J Med 2014;370:421–32.

	11	 Chiarini M, Sabelli C, Melotti P, et al. PTX3 genetic variations affect the risk of 
Pseudomonas aeruginosa airway colonization in cystic fibrosis patients. Genes Immun 
2010;11:665–70.

	12	 Kusko RL, Brothers JF, Tedrow J, et al. Integrated genomics reveals convergent 
transcriptomic networks underlying chronic obstructive pulmonary disease and 
idiopathic pulmonary fibrosis. Am J Respir Crit Care Med 2016;194:948–60.

	13	 Stamm JA, Belloli EA, Zhang Y, et al. Elevated N-terminal pro-brain natriuretic peptide 
is associated with mortality in tobacco smokers independent of airflow obstruction. 
PLoS One 2011;6:e27416.

	14	 Miller A, Thornton JC, Warshaw R, et al. Single breath diffusing capacity in a 
representative sample of the population of Michigan, a large industrial state. 
predicted values, lower limits of normal, and frequencies of abnormality by smoking 
history. Am Rev Respir Dis 1983;127:270–7.

	15	 Graham BL, Steenbruggen I, Miller MR, et al. Standardization of spirometry 2019 
update. An official American thoracic Society and European respiratory Society 
technical statement. Am J Respir Crit Care Med 2019;200:e70–88.

7Zhang Y, et al. Thorax 2021;0:1–8. doi:10.1136/thoraxjnl-2020-215356

 on A
pril 10, 2024 by guest. P

rotected by copyright.
http://thorax.bm

j.com
/

T
horax: first published as 10.1136/thoraxjnl-2020-215356 on 21 January 2021. D

ow
nloaded from

 

https://twitter.com/yingzezhang
https://twitter.com/kaminskimed
http://orcid.org/0000-0001-6947-2901
http://orcid.org/0000-0001-5917-4601
http://dx.doi.org/10.1172/JCI60324
http://dx.doi.org/10.1172/JCI60324
http://dx.doi.org/10.1056/NEJMra1900475
http://dx.doi.org/10.1136/thoraxjnl-2013-204778
http://dx.doi.org/10.1164/rccm.201509-1722PP
http://dx.doi.org/10.1164/rccm.201509-1722PP
http://dx.doi.org/10.1152/physrev.00016.2017
http://dx.doi.org/10.1186/s12885-018-4659-0
http://dx.doi.org/10.1097/CCM.0b013e3181809aaf
http://dx.doi.org/10.1111/j.1600-6143.2011.03702.x
http://dx.doi.org/10.1056/NEJMoa1211161
http://dx.doi.org/10.1038/gene.2010.41
http://dx.doi.org/10.1164/rccm.201510-2026OC
http://dx.doi.org/10.1371/journal.pone.0027416
http://dx.doi.org/10.1164/arrd.1983.127.3.270
http://dx.doi.org/10.1164/rccm.201908-1590ST
http://thorax.bmj.com/


Chronic obstructive pulmonary disease

	16	 Müller NL, Staples CA, Miller RR, et al. "Density mask". An objective method to 
quantitate emphysema using computed tomography. Chest 1988;94:782–7.

	17	 Wilson DO, Weissfeld JL, Balkan A, et al. Association of radiographic emphysema and 
airflow obstruction with lung cancer. Am J Respir Crit Care Med 2008;178:738–44.

	18	 Vogelmeier CF, Criner GJ, Martinez FJ, et al. Global strategy for the diagnosis, 
management, and prevention of chronic obstructive lung disease 2017 report. gold 
executive summary. Am J Respir Crit Care Med 2017;195:557–82.

	19	 Nakano Y, Muro S, Sakai H, et al. Computed tomographic measurements of airway 
dimensions and emphysema in smokers. Correlation with lung function. Am J Respir 
Crit Care Med 2000;162:1102–8.

	20	 Regan EA, Lynch DA, Curran-Everett D, et al. Clinical and radiologic disease in 
smokers with normal spirometry. JAMA Intern Med 2015;175:1539–49.

	21	 Schwingel FL, Pizzichini E, Kleveston T, et al. Pentraxin 3 sputum levels differ in 
patients with chronic obstructive pulmonary disease vs asthma. Ann Allergy Asthma 
Immunol 2015;115:485–9.

	22	 Kurt OK, Tosun M, Kurt EB, et al. Pentraxin 3 as a novel biomarker of inflammation in 
chronic obstructive pulmonary disease. Inflammation 2015;38:89–93.

	23	 Siafakas NM, Antoniou KM, Tzortzaki EG. Role of angiogenesis and vascular 
remodeling in chronic obstructive pulmonary disease. Int J Chron Obstruct Pulmon Dis 
2007;2:453–62.

	24	 Presta M, Camozzi M, Salvatori G, et al. Role of the soluble pattern recognition 
receptor PTX3 in vascular biology. J Cell Mol Med 2007;11:723–38.

	25	 Margheri F, Serratì S, Lapucci A, et al. Modulation of the angiogenic phenotype of 
normal and systemic sclerosis endothelial cells by gain-loss of function of pentraxin 3 
and matrix metalloproteinase 12. Arthritis Rheum 2010;62:2488–98.

	26	 Pauwels NS, Bracke KR, Maes T, et al. Cigarette smoke induces PTX3 expression in 
pulmonary veins of mice in an IL-1 dependent manner. Respir Res 2010;11:134.

	27	 Balasubramanian A, Kolb TM, Damico RL, et al. Diffusing capacity is an independent 
predictor of outcomes in pulmonary hypertension associated with COPD. Chest 
2020;158:722–34.

	28	 Shapiro SD. Proteinases in chronic obstructive pulmonary disease. Biochem Soc Trans 
2002;30:98–102.

	29	 Yuan X, Chang C-Y, You R, et al. Cigarette smoke-induced reduction of C1q promotes 
emphysema. JCI Insight 2019;5. doi:10.1172/jci.insight.124317. [Epub ahead of print: 
21 May 2019].

	30	 Marc MM, Korosec P, Kosnik M, et al. Complement factors C3a, C4a, and C5a 
in chronic obstructive pulmonary disease and asthma. Am J Respir Cell Mol Biol 
2004;31:216–9.

	31	 Doni A, Garlanda C, Bottazzi B, et al. Interactions of the humoral pattern recognition 
molecule PTX3 with the complement system. Immunobiology 2012;217:1122–8.

	32	 Salustri A, Garlanda C, Hirsch E, et al. PTX3 plays a key role in the organization of 
the cumulus oophorus extracellular matrix and in in vivo fertilization. Development 
2004;131:1577–86.

	33	 Garantziotis S, Savani RC. Hyaluronan biology: a complex balancing act of structure, 
function, location and context. Matrix Biol 2019;78-79:1–10.

	34	 Tighe RM, Garantziotis S. Hyaluronan interactions with innate immunity in lung 
biology. Matrix Biol 2019;78-79:84–99.

	35	 Ievoli E, Lindstedt R, Inforzato A, et al. Implication of the oligomeric state of the N-
terminal PTX3 domain in cumulus matrix assembly. Matrix Biol 2011;30:330–7.

	36	 Papakonstantinou E, Roth M, Klagas I, et al. COPD exacerbations are associated with 
proinflammatory degradation of hyaluronic acid. Chest 2015;148:1497–507.

	37	 Papakonstantinou E, Bonovolias I, Roth M, et al. Serum levels of hyaluronic acid 
are associated with COPD severity and predict survival. Eur Respir J 2019;53. 
doi:10.1183/13993003.01183-2018. [Epub ahead of print: 07 Mar 2019].

	38	 O’Brien ME, Chandra D, Wilson RC, et al. Loss of skin elasticity is associated with 
pulmonary emphysema, biomarkers of inflammation, and matrix metalloproteinase 
activity in smokers. Respir Res 2019;20:128.

	39	 Diamond JM, Meyer NJ, Feng R, et al. Variation in PTX3 is associated with 
primary graft dysfunction after lung transplantation. Am J Respir Crit Care Med 
2012;186:546–52.

	40	 Barbati E, Specchia C, Villella M, et al. Influence of pentraxin 3 (PTX3) genetic variants 
on myocardial infarction risk and PTX3 plasma levels. PLoS One 2012;7:e53030.

	41	 He Q, Li H, Rui Y, et al. Pentraxin 3 gene polymorphisms and pulmonary aspergillosis 
in chronic obstructive pulmonary disease patients. Clin Infect Dis 2018;66:261–7.

8 Zhang Y, et al. Thorax 2021;0:1–8. doi:10.1136/thoraxjnl-2020-215356

 on A
pril 10, 2024 by guest. P

rotected by copyright.
http://thorax.bm

j.com
/

T
horax: first published as 10.1136/thoraxjnl-2020-215356 on 21 January 2021. D

ow
nloaded from

 

http://dx.doi.org/10.1378/chest.94.4.782
http://dx.doi.org/10.1164/rccm.200803-435OC
http://dx.doi.org/10.1164/rccm.201701-0218PP
http://dx.doi.org/10.1164/ajrccm.162.3.9907120
http://dx.doi.org/10.1164/ajrccm.162.3.9907120
http://dx.doi.org/10.1001/jamainternmed.2015.2735
http://dx.doi.org/10.1016/j.anai.2015.10.003
http://dx.doi.org/10.1016/j.anai.2015.10.003
http://dx.doi.org/10.1007/s10753-014-0010-3
http://www.ncbi.nlm.nih.gov/pubmed/18268919
http://dx.doi.org/10.1111/j.1582-4934.2007.00061.x
http://dx.doi.org/10.1002/art.27522
http://dx.doi.org/10.1186/1465-9921-11-134
http://dx.doi.org/10.1016/j.chest.2020.02.047
http://dx.doi.org/10.1042/bst0300098
http://dx.doi.org/10.1172/jci.insight.124317
http://dx.doi.org/10.1165/rcmb.2003-0394OC
http://dx.doi.org/10.1016/j.imbio.2012.07.004
http://dx.doi.org/10.1242/dev.01056
http://dx.doi.org/10.1016/j.matbio.2019.02.002
http://dx.doi.org/10.1016/j.matbio.2018.01.027
http://dx.doi.org/10.1016/j.matbio.2011.05.002
http://dx.doi.org/10.1378/chest.15-0153
http://dx.doi.org/10.1183/13993003.01183-2018
http://dx.doi.org/10.1186/s12931-019-1098-7
http://dx.doi.org/10.1164/rccm.201204-0692OC
http://dx.doi.org/10.1371/journal.pone.0053030
http://dx.doi.org/10.1093/cid/cix749
http://thorax.bmj.com/

	Elevated plasma level of Pentraxin 3 is associated with emphysema and mortality in smokers
	Abstract
	Introduction﻿﻿
	Methods
	Study cohorts
	Quantitative and semiquantitative emphysema scoring and airway measurement
	Exacerbation index
	Lung tissue-specific ﻿PTX3﻿ gene expression in emphysematous lungs
	Western blot analysis of PTX3 protein expression in lung tissues
	Plasma level of PTX3 and hyaluronic acid
	Genotyping
	Statistical analysis

	Results
	﻿PTX3﻿ gene expression is increased in emphysematous lungs
	PTX3 protein is elevated in advanced COPD lungs
	Higher levels of plasma PTX3 are correlated with more impaired lung function and emphysema severity
	Genetic variants of ﻿PTX3﻿ protects smokers from emphysema
	Carriers of ﻿PTX3﻿ protective alleles have less airflow obstruction and emphysema
	Higher plasma levels of PTX3 are associated with more frequent acute exacerbation and increased mortality
	Plasma levels of hyaluronic acid and PTX3 are related

	Discussion
	References


