Supplementary TableS3: results of gene-based test by combined analysis of EGEA and SLSJ
for the 266 tested genes

Gene Chr NSNPs Pvalue

ATP8A1 4 42 3,43E-04
ATP9B 18 29 1,17E-03
ABCA1l 9 80 2,44E-03
DNAH9 17 64 2,89E-03
ATP7B 13 11 8,35E-03
TAP2 6 27 1,07E-02
ATP9A 20 29 1,39E-02
ATAD2B 2 7 1,50E-02
ATP1B1 1 8 2,15E-02
DDX43 6 3 2,68E-02
MYO7A 11 21 3,72E-02
DDX18 2 2 3,73E-02
KIF14 1 6 4,04E-02
ABCC1 16 57 4,25E-02
MYO10 5 71 4,26E-02
ABCF2 2 5,43E-02
KIF5C 4 5,97E-02
ACTC1 15 2 6,85E-02
MYH3 17 4 7,13E-02
MYH4 17 3 7,14E-02
ATP2C2 16 60 7,67E-02
KIF13B 8 25 7,89E-02
IDE 10 9 7,89E-02
DDX42 17 3 8,19E-02
DDX27 20 2 8,19E-02
MYO18A 17 11 8,69E-02
ATP13A2 1 3 9,89E-02
KIF1A 2 18 1,04E-01
ABCB11 2 59 1,10E-01
KIF21A 12 7 1,11E-01
KIF21B 1 5 1,13E-01
FIGN 2 9 1,13E-01
ATP1A2 1 6 1,15E-01
ABCA10 17 19 1,22E-01
ABCA7 19 7 1,24E-01
DNAH1 3 3 1,27E-01
ABCAS8 17 41 1,31E-01
MYOLE 15 31 1,39E-01

ATP2B1 12 7 1,42E-01
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