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Supplementary figure 6. Metabolomic pathway analysis of differential metabolites in the
post-menopause analysis (see supplementary table 4). (A) Scatterplot depicting -log,, p-values
of the metabolomic pathway analysis (y-axis) and impact values from topology pathway analysis
(x-axis). metabolomic pathway detected at 10% Holm-Bonferroni correction is highlighted. (B)
Steroid hormone biosynthesis KEGG pathway. Red boxes indicate significant differential
metabolites present in the KEGG pathway.
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